In this simple, quick procedure for determining copper in human serum and urine, the serum and urine specimens were analyzed directly after dilution with a solution of HNO3 and Triton X-1 00, 1 mL/L each. We calibrated with aqueous standards for quantitation in Zeeman background atomic absorption spectrometry. By modifyingthe drying and pyrolysisstages of the graphite furnace atomic absorptionspectrometer,we reduced the analytical time to 30 $ per determination. The within-run imprecision (CV) is 2.6% and 3.4% and the between-run imprecision is 0.9% and 2.5% for serum and urine copper at concentrations of 30.4 and 2.70 mol/L, respectively. Figure  1 . There is no apparent difference in absorSlit
of copper in serum and urine is traditionally done by flame atomic absorption spectrometry (FAAS) or graphite furnace atomic absorption spectrometry (GFAAS).2 The main advantage of FAAS is the speed of analysis, whereas the advantage of GFAAS is its sensitivity.
GFAAS with the L'vov platform has been established as one of the most sensitive methods for trace element analysis over the last decade. However, its major drawback is a long cycle time requiring 2-4 mm per determination.
The timeconsuming stages in GFAAS are the drying and pyrolysis of the sample. Several "fast-furnace" programs have emerged to overcome these time-consuming stages and to speed up the determination process (5) (6) (7) The dilution procedure for the determination of copper in serum and urine was simple. The instrument settinge, linear range, sensitivity, and detection limit for the determination of serum and urine copper are listed in Table 1 .
Al + 9 dilution with the matrix solution (1 milL each, HNO3 and Triton X-100) was used for serum specimens and 1 + 1 dilution for urine specimens. That is, 50 pL of serum was pipetted into a 12 x 75 mm polystyrene tube with 450 pL of the matrix solution; or, 300 L of urine was mixed with 300 pL of diluent. The samples were vortexmixed for 30s, transferred to a polystyrene cup, and placed Their reported results for the NIST SRM 2670 at normal 
